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FIG. 4. Sequences for MRP3sl nucleic acid, polypeptide and promoters. 
1. MRP3sl nucleotide sequence (SEQ ID NO: 1) 

fii 1 lUltZFt 9 ? "^ggtgt tgtaaaaatg atcttggagc ttagccccaa aggacaaaca 
61 gaatttctct tgtctctggg caagttgtag gctcatgtga caggtcagga cagtgtaggg 
III tllTT^ 9 V CgCtCaC ^tcacatgc ttgcagagaa cgtacacaga cgaggtgac? 
181 gaagcctggt ctgcaggtca ggcaggtcat cctgatgcca gcttgtactg tcaaagagtc 
241 acctaactgc aaacggaatt tttgtaaagc agatcacatt gttaatacct caggtgactc 
301. aaaccttgaa cgcgttggca aacaaaaaac aatccagaaa ggtcaatttt cacaaaggtc 
361 agtgtgcaca tgaatctact tgttaaaatg tacattttga ttcagtagac ctagga?ggg 
421 gctcaggact ctgcactttg atcaagactc cttggtacgc aaagtgtggc ccatgggcca 
4 81 gttgcatcac catcctctgg gagcttgtta gaaatgaaga atctcagg?t . ccaagtSc 
541 cctcagacta cagaatccgg cgttgcattt taacaagatt ctctgggaag tcttatacat 
601 attaaagttg gagaaacaga aaccaaggcg aggtggtcct tggttaagtc . tgcactgtca 
661 ctgcccaagg gagtcattcg ggattacagc cccagctggc atgcctgtgg gcttga?cca 
721 ggcccacctg ggtcatccat gggctaggat cccatggatg ggcacatgat ccaggagtct 
III SJ?£f? tC ° Ca ^ gcc ?" acggtgggga ggggagatcg ccatacgtat aacccagtcc 
901 t SL g ^tgacatttg ctctgaactg gatgatacga atgatgtcag atttggaatc 
901 taacatcgtg gctgtggaga gggtcaagga gtactccaag acagagacag aggcgccctg 
lltl afaSS??** g JT gC t gCC Ctcccgaa ^ ttggccccca cgtggggagg tggagttccg 
loll tltttllltt ^tgcgctacc ggccgggcct agacctggtg ctgagagacc tgagtctgca 
llll 9gCg t gaaqg tggggatcgt gggccgcact ggggctggca agtcttcLt 

llll 111* I 9 Ctgt 5 CC 5 ca tcctggaggc ggcaaagggt gaaatccgca ttgatggcct 
loll ZrS gg + a gaCatcggcc tccatgacct gcgctctcag ctgaccatca tcLgcagga 
lltl r° r, tl " C ^ cgggga ccctgcgcat gaacctggac ccottcggca gctactclga 
llll lll ggaC& t t9g ^ gggctt tggagctgtc ccacctgcac acgtttgtga gctcccagcc 
1381 ggcaggcctg gacttccagt gctcagaggg cggggagaat ctcagcgtgg gccagaggca 
1441 gctcgtgtgc ctggcccgag ccctgctccg caagagccgc atcctggt?? Lgacgaggc 
IHI Tatlll l OC at ' gacc * gg agactgacaa cctcatccag gctaccatcc gcacccagS 
1561 tgatacctgc actgtcctga ccatcgcaca ccggcttaac actatcatgg actacaccag 
16^ ggtcctggtc ctggacaaag gagtagtagc tgaatttgat tctccagcca acctcattgc 
1681 agctagaggc atcttctacg ggatggccag agatgctgga cttgcctaaa atatattcct 

llol Talattlttt CCtggttttc atcaggaagg aaa?gacacc aaatatgtcc 

1801 gcagaatgga cttgatagca aacactgggg gcaccttaag attttgcacc tgtaaagtgc 
1861 cttacagggt aactgtgctg aatgctttag atgaggaaat gatccccaag tggtgaatga 
1921 cacgcctaag gtcaoagcta gtttgagcca gttagactag tccccggtct cccgattccc 
1981 aactgagtgt tatttgcaca ctgcactgtt ttcaaataac gattttatga aatScctct 
2- SSctcct tgatttttCa tattttctaa agtttcgttt ctgtttttS T.ittTgot 
llll tllt T g 9 aa ^gaag acagctgctg ggtcaggcca cccctaggaa ctcagtcctg 
2161 tactctgggg tgctgcctga atccattaaa aatgggagta ctgatgaaat aaaactacat ' 
2221 ggtcaacaaa aaaaaaaaaa aa 

2. MRP3sl polypeptide (SEQ ID NO: 2): 

MIR^SDLESNIVAVERVKEYSKTETEAPWVVEGSRPPEGWPPRGEVEFRNYSVRYRPGLDLVLRDLSLH 

VHGGEKVGIVGRTGAGKSSMTLCLPRILEAAKGEIRIDGLNVADIGLHDLRSQLTIIPQDPILFSGTLRM 

NLDPPGSYSEEDIWWALELSHLHTPVSSQPAGLDPQCSEGGENLSVGQRQLVCIARALLRKSRILVLDEA 

TAAIDLETDNLIQATIRTQPDTCTVLTIAHRLNTIMDYTRVLVLDKGWAEFDSPANLIAARGIFYGMAR 
DAGLA 
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3. MRP3sl minimal promoter (SEQ ID NO: 3) 

gaattctg ttgaataatc tctgtcctca aaccccacat ctctctcctg ctcagccgtc 

gaccttgcct gacacctcac agttcaactg gagagacccc catcagcagg agattgtgct 

gcaggctgag caggtctttg tggctggaga aacaaaatgt tttaaaagcc cagaagaggg 

actgggtgca gtggctcaca cctaatccca gcactttggg aggcggaggt gggcggatca 

cctgaggcca ggagctccag aacagcctgg ccaacatggt gaaaccctat ctctacttaa 

atacaaaaat tagccagccg tggtggcggg catctgtaat cccagctact caggaggctg 

aggcaggaga atagcttgaa cctgggaggc agaggttgca gtgagccaag atcacgccac 

tgcactccag cctgggtgac agagcgagac tccatctcaa gagagaaaaa aaaaaagtcc 

agaggagttt tcttgctttg gggtgttgta gaaatgatct tggagcttag ccccaaagga 
caagga 



4. MRP3sl promoter (SEQ ro NO: 4) 

1 atgaagggcc tggaccccag ggcagggcca ccactgggac agaaaccaca caggtgttcc 

61 aggcatctcc cgagtgcccc tccctgctca gtatgggcac cagccacagg gtctgttctc 

121 aaggactgtg agaaaaaaaa aaaaagaaaa aaatcattga gttgacaagt ttataaccac 

181 acaccatggc tggatgttcc tactttcctt ccccaagaag cccatgttct cacattcaga 

241 aagaattctg ttgaataatc tctgtcctca aaccccacat ctctctcctg ctcagccgtc 

301 gaccttgcct gacacctcac agttcaactg gagagacccc catcagcagg agattgtgct 

361 gcaggctgag caggtctttg tggctggaga aacaaaatgt tttaaaagcc cagaagaggg 

421. actgggtgca gtggctcaca cctaatccca gcactttggg aggcggaggt gggcggatca 

481 cctgaggcca ggagctccag aacagcctgg ccaacatggt gaaaccctat ctctacttaa 

541 atacaaaaat tagccagccg tggtggcggg catctgtaat cccagctact caggaggctg 

601 aggcaggaga atagcttgaa cctgggaggc agaggttgca gtgagccaag atcacgccac 

661 tgcactccag cctgggtgac agagcgagac tccatctcaa gagagaaaaa aaaaaagtcc 

721 agaggagttt tcttgctttg gggtgttgta gaaatgatct tggagcttag ccccaaagga 
781 caagga 

5. MRP3sl promoter 276 bp region (SEQ ID NO: 5): 
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